Key indicators: single-crystal X-ray study; T = 150 K; mean (C-C) = 0.002 Å; R factor = 0.037; wR factor = 0.101; data-to-parameter ratio = 18.4.
In the title compound, C 14 H 13 N 5 OS, the dihedral angle between the fused ring system (r.m.s. deviation = 0.028 Å ) and the phenyl ring is 48.24 (4) . The molecule features both an intramolecular N-HÁ Á ÁO and an N-HÁ Á ÁN hydrogen bond. In the crystal, molecules are linked by N-HÁ Á ÁO and N-HÁ Á ÁN hydrogen bonds, generating a three-dimensional network. A weak N-HÁ Á Á interaction is also observed.
Related literature
For background to thienopyridine-containing compounds, see: Boschelli et al. (2008) ; Bakhite et al. (2002) ; Schnute et al. (2007) . Table 1 Hydrogen-bond geometry (Å , ).
Cg3 is the centroid of the C9-C14 phenyl ring. 
Data collection: APEX2 (Bruker, 2013) ; cell refinement: SAINT (Bruker, 2013) ; data reduction: SAINT; program(s) used to solve structure: SHELXT (Bruker, 2013) ; program(s) used to refine structure: SHELXL2014 (Sheldrick, 2008) ; molecular graphics: DIAMOND (Brandenburg & Putz, 2012) ; software used to prepare material for publication: SHELXTL (Sheldrick, 2008) .
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Comment
Thienopyridines and their analogs are an interesting class of molecules due to their extensive spectrum of pharmacological properties, for example anti-inflammatory (Boschelli et al., 2008) , anti-microbial (Bakhite et al., 2002) and anti-viral (Schnute et al., 2007) activities. As part of our program in the development of new heterocyclic molecules with potential bioactivities, we report in this study the synthesis and crystal structure determination of the title compound.
In the title compound, the fused ring system is nearly planar with an r.m.s. deviation of 0.028 Å and makes a dihedral angle of 48.24 (4)° with the terminal phenyl group. The conformation of the carboxamide group is partially determined by the intramolecular N4-H4B···O1 hydrogen bond ( Fig. 1 and Table 1 ). In the solid, the molecules associate through pairwise intermolecular N4-H4B···O1 and single N3-H3a···N1 hydrogen bonds to form a three-dimensional network (Figs. 2 and 3 and Table 1) . A weak N-H···π interaction is observed between the NH 2 group (N2-H2B) and the centroid of the C9-C14 phenyl ring.
Experimental
A mixture of 2.7 mmol (500 mg) of 4,6-diamino-2-mercaptonicotinonitrile, 2.7 mmol (150 mg) potassium hydroxide and 1.86 mmol (320 mg) in 30 ml e thanol was stirred and refluxed for 3 h. The excess solvent was evaporated under vacuum and the resulting solid product was filtered off, washed with cold ethanol and recrystallized from ethanol to furnish colourless crystals (730 mg; 87% yield). Mp. 531 -533 K. IR (ν max , cm -1 ): 3462, 3402, 3352, (3NH 2 ), 3213 (NH), 1645 (C=O), 1614 (C=N); 1 HNMR (DMSO-d 6 ), δ, p.p.m.: 8.88 (s, 1H, NH exchanged by D 2 O), 7.65-7.63 (d, J = 8 Hz, 2H, arom), 7.29-7.25 (t, J = 8 Hz, 2H, arom), 7.02-6.99 (m,, 3H, arom+ NH 2 exchanged by D 2 O), 6.11 (s, 2H, NH 2 exchanged by D 2 O), 6.02 (s, 2H, NH 2 exchanged by D 2 O), 5.59 (s, 1H, CH pyridyl).
Refinement
H-atoms attached to carbon were placed in calculated positions (C-H = 0.95 Å) while those attached to nitrogen were placed in locations derived from a difference map and their coordinates adjusted to give N-H = 0.91 Å following an initial round of refinement to check the validity of the peak assignments. All were included as riding contributions with isotropic displacement parameters 1.2 times those of the attached atoms. The title compound with 50% probability ellipsoids and with intramolecular hydrogen bonds shown as dotted lines. Packing viewed parallel to (101). Special details Geometry. Bond distances, angles etc. have been calculated using the rounded fractional coordinates. All su's are estimated from the variances of the (full) variance-covariance matrix. The cell e.s.d.'s are taken into account in the estimation of distances, angles and torsion angles Refinement. Refinement on F 2 for ALL reflections except those flagged by the user for potential systematic errors. Weighted R-factors wR and all goodnesses of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The observed criterion of F 2 > σ(F 2 ) is used only for calculating -R-factor-obs etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
3,4,6-Triamino-N-phenylthieno[2,3-b]pyridine-2-carboxamide

Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq S1 0.40493 (6) (6) 0.0242 (7) 0.0010 (5) −0.0008 (5) 0.0001 (5) C11 0.0158 (7) 0.0237 (7) 0.0338 (8) −0.0020 (5) −0.0003 (6) 0.0045 (6) C12 0.0206 (7) 0.0187 (7) 0.0375 (8) −0.0043 (5) −0.0079 (6) 0.0019 (6) C13 0.0246 (7) 0.0184 (7) 0.0264 (7) −0.0003 (5) −0.0081 (6) −0.0020 (5) C14 0.0201 (7) 0.0200 (6) 0.0214 (6) −0.0009 (5) −0.0030 (5) 0.0000 (5) Geometric parameters (Å, º) S1-C5 C3-C4-C5-N1 −0.39 (19) C12-C13-C14-C9 0.5 (2) Hydrogen-bond geometry (Å, º) Cg3 is the centroid of the C9-C14 phenyl ring. Symmetry codes: (i) x−1/2, −y+1/2, z+1/2; (ii) x−1/2, −y+1/2, z−1/2; (iii) x+1/2, −y+1/2, z−1/2; (iv) −x+1, −y+1, −z+1; (v) −x+1/2, y−1/2, −z+3/2.
